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Figure 8.7. Binding diffusion model and its simplification. (A) Diffusion dominant model. Predicted FRAP
curves were calculated for the parameters shown in the inset table. (B) Effective diffusion model. Predicted
FRAP curves were calculated for the parameters shown in the inset table. (C) Binding-dominant model.
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used. (D) Range of parameter space covered by each of the regimes of the binding-diffusion model as re-
drawn from [27].
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