
Contents

Part I Analysis and Simulation

1 Continuous Time Markov Chain Models for Chemical
Reaction Networks . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 3
David F. Anderson and Thomas G. Kurtz

2 Stochastic Simulation for Spatial Modelling of Dynamic
Processes in a Living Cell . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 43
Kevin Burrage, Pamela M. Burrage, André Leier,
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