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18 Implementation of the NMR CHEmical Shift Covariance
Analysis (CHESCA): A Chemical Biologist’s Approach to Allostery . . . . . . . . . . . 391
Stephen Boulton, Rajeevan Selvaratnam, Rashik Ahmed,
and Giuseppe Melacini

19 High-Efficiency Expression of Yeast-Derived G-Protein Coupled
Receptors and 19F Labeling for Dynamical Studies . . . . . . . . . . . . . . . . . . . . . . . . . . 407
Libin Ye, Alexander P. Orazietti, Aditya Pandey, and R. Scott Prosser

20 Quantitative Determination of Interacting Protein Surfaces
in Prokaryotes and Eukaryotes by Using In-Cell NMR Spectroscopy. . . . . . . . . . 423
David S. Burz, Christopher M. DeMott, Asma Aldousary,
Stephen Dansereau, and Alexander Shekhtman

Index . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 445

x Contents



http://www.springer.com/978-1-4939-7385-9


